W s A fully human antibody binds Tn and sTn carbohydrate antigens specifically on serine
residues, without need for polypeptide interaction
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. Abstact Lead Generation Glycan Epitope Determination

Background: Thomsen-nouvelle (Tn) antigen is an O-linked glycan that is associated with a broad array of MUC-1-derived peptide used in vaccine that produced the lead candidate (Study 4) Mutants retain specificity of parents by ELISA and only bind MUC1 peptides if they are modified by Tn on a Ser residue
tumors. Tn is a single alpha-linked GalNAc added to Ser or Thr as the first step of a major O-linked glycosylation
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